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What is BankIt?
Michael Fetchko and Adrienne Kitts

BankIt is a web-based sequence submission tool. Use it to submit to GenBank if you want to submit:

• A single sequence
• A few unrelated sequences or a few sequences with different features and/or source information
• A large set of sequences with a small number of the same features/source information
• A small batch of sequences with a small number of features or source information

To complete a BankIt sequence submission, you will be prompted by the BankIt program to provide:

• Contact Information for the person performing the submission
• Reference information

⚬ The name(s) of the sequence authors
⚬ The title of the intended or published paper describing the sequence

• Nucleotide sequence and general information about the sequence
• Submission Category (was the submission directly sequenced or created from existing primary data)
• Source Information (information about the sample or life form from which the sequence was isolated)
• PCR Primers (this information is optional)
• Feature Information (information about each part of the sequence that has a specific function: e.g. exon, 

intron, gene, coding region, functional RNA, etc.)

Once you have entered all your submission information, the last page of the BankIt tool will display the finished 
flatfile made from the information you provided. You will also have a chance at that point to fix any mistakes or 
add additional data.

BankIt’s Multi Page Tab Design
Because you will need to provide different types of information with the sequence(s) you are submitting, the 
BankIt submission tool uses separate pages that accept different types of information for a submission. Each 
page is labeled with a tab, and all tabs are displayed at the top of the main BankIt page.

Tab Labels Indicate Required Information or Action(s)
Each tab shows the type of information you will need to provide, or an action you need to perform.

For example, the tab marked “Nucleotide” denotes a page where you will provide your sequence data and any 
additional information that describes the type of molecule you are submitting. The “Review and Correct” tab, 
allows you to review the flatfile made from the information you submitted in the previous pages, and gives you 
the chance to make corrections to the data before you finish the submission.

http://www.ncbi.nlm.nih.gov/books/NBK53713/#gbankquickstart.what_is_the_difference_b
http://www.ncbi.nlm.nih.gov/books/NBK53713/%23gbankquickstart.what_is_the_difference_b


Tab Links will Activate as you Complete Form Pages
When you start your submission, all of the tabs are grey and are not active. A tab will turn black when you begin 
to fill in the page, and then will turn color and become active as a link Figure 1 once you have successfully filled 
out the page and clicked the “Continue” button (to move to the next page). These tab links allow you to go back 
to any of the pages of the tool once you have completed them, but prevent you from filling in the pages out of 
order.

Navigating through the BankIt Form: Tabs vs. your Browser’s Back 
Arrow
It is essential that you navigate through the BankIt tool using the links on the BankIt page tabs. Do not navigate 
through BankIt using your browser’s Back or Forward arrows once you have started a submission. If you 
navigate to a BankIt page using your browser’s Back or Forward arrows, you may lose the information that you 
entered for your submission.

Messages from the BankIt Program
If you leave out necessary data or make a mistake as you fill in a BankIt page, once you finish the page and click 
the “Continue” button to go to the next page, you will be stopped by BankIt.

Instead of moving to the next page, you will be taken to the top of the page you just filled out where a message 
(Error, Warning, or Note) will be displayed in a light blue box. This message will either give you instructions for 
an action you need to perform, or, if there is a mistake or items missing from the data you put in the page, give 
information to help you figure out the problem and fix it. Error messages must be resolved before you can move 
on to the next BankIt page.

Once you fix any problem and click the “Continue” button, BankIt will allow you to move to the next page.

Returning to a Completed Page before Fixing an Error in the Current Page

If you see an error message on a page you just finished filling out and then click on a tab for an earlier completed 
page before you fix the error, your data will not be saved —you will lose all the data you entered in the current 
page.

No warning dialogue box will pop up. When you click on the tab to a completed page, you will go to that page, 
but when you go back to the page that had the error warning, the entire page will be empty of anything you 
entered there. You will have to re-enter the information for that page again.

As long as you fix any errors in your current page and click “Continue” before clicking a tab to an earlier 
completed page, all of the data you enter into the current page will be saved.

Questions about using BankIt
If you have questions about using BankIt while you work on a submission, contact GenBank User Services at: 
info@ncbi.nlm.nih.gov . Please include your BankIt submission number (shown at the top of each BankIt page) 
in any emails you send.
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Figure 1: Page tabs on the BankIt submission form. Figure text shows page and tab link status.
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